4/16/13 174gm_A_Nolndex_L006_R2 fastq.gz FastQC Report

@FastQC Report

Summary

@ Basic Statistics

@ Per base sequence quality

@ Per sequence quality scores

@ Per base sequence content

.
. Perbase GC content

B
' Persequence GC content

@ Per base N content

@ Sequence Length Distribution

B
'/ Sequence Duplication Levels

@ Overrepresented sequences

a Kmer Content

@ Basic Statistics

Wed 19 Dec 2012
174gm_A_Noindex_L006_RZ2.fastq.gz

Filename 174gm A NoIndex L006 R2 001l.fastqg.gz
File type Conventional base calls

Encoding Sanger / Illumina 1.9

Total Sequences 171582441

Filtered Sequences 20032583
Sequence length 76

%GC 18

9 Per base sequence quality

https://data.htseq.org/UW _W hite/FCCOK6D/Sample_174gm_A/174gm_A_Nolndex_L006_R2_fastqc/fastqc_report.html

1715



4/16/13 174gm_A_Nolndex_L006_R2 fastq.gz FastQC Report

Cuality scores across all bases (Sanger f lllumina 1.9 encoding)

1 2 ks 4 5 & 7 B 9 10-14 20-24 i0-24 40-44 50-54 GO-64 F0-74
Position in read (bp)

0 Per sequence quality scores

https://data htseq.org/UW_W hite/FCCOK6D/Sample_174gm_A/174gm_A_Nolndex_L006_R2_fastqc/fastqc_report.html 2/15



4/16/13 174gm_A_Nolndex_L006_R2 fastq.gz FastQC Report

Quality score distribution over all sequences
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Sequence content across all bases
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M content across all bases
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